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Clinical Value of Serum HBV pgRNA Index in Diagnosis and Prognosis of
Patients with Chronic Hepatitis B

LIU Zhi-cheng
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ABSTRACT: Objective To investigate the clinical value of serum HBV pgRNA index in the
diagnosis and prognosis of patients with chronic hepatitis B. Methods 63 patients with chronic
hepatitis B treated in our hospital from May 2021 to May 2022 were selected as the research object.
The sample value/cut-off value (S/CO) of patients was used as the detection result of HBeAg.
Patients with 1<S/CO<5 were considered as the low concentration group, patients with 5<S/CO<10
were considered as the medium concentration group, patients with S/CO>10 were considered as
the high concentration group. The levels of HBV pgRNA, HBV DNA, HBsAg and HBeAg in the
three groups were detected, and the correlation between the levels of HBV pgRNA, HBV DNA,
HBsAg and HBeAg in the three groups was analyzed. Results The HBV pgRNA of the three groups
were (5.73+0.76)log10/mL, (7.11£0.31)log10/mL, (7.89+0.61)logl0/mL. The levels of HBVDNA
were (5.42+0.51)IU/mL, (7.06£0.56)IU/mL and (9.37+0.64)IU/mL, respectively. The levels of HBsAg
were (1309.38+324.71)IU/mL, (1749.49+284.93)IU/mL and (2153.74+290.75)IU/mL, respectively.
The levels of HBV pgRNA, HBV DNA, HBsAg and HBeAg in the three groups were compared.
The levels in the low concentration group were lower than those in the high concentration group
(£<0.05). Correlation analysis showed that the levels of HBV pgRNA, HBV DNA and HbsAg were
positively correlated with HBeAg (2<0.05). Conclusion Serum HBV pgRNA index has high clinical
value in the diagnosis and prognosis of chronic hepatitis B patients, and it is worthy of clinical
promotion.
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213 PR (B Z0) (%) Alb (g/L) AST (IU/L) ALT (IU/L)
ik s 20 11/10 47.94 +11.03 40.04 +4.09 42,09 +5.91 37.69 +7.53
ke 9/12 49.04 +10.42 33.87 +4.17 60.42 + 7.84 65.38 +5.93
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215 n HBV pgRNA (log,/mL) HBV DNA(IU/mL) HBsAg(IU/mL)
e g2 21 5.73 +0.76 3.42+0.51 1309.38 + 324.71
Hfk REL 21 711+031 7.06 = 0.56 1749.49 + 284.93
VR EEZH 21 7.89+0.61 9.37 + 0.64 2153.74 +290.75

F 1l 67.424 85.213 153.536

P1H <0.05 <0.05 <0.05
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