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ABSTRACT: Epigenetics has been one of the research hotspots of many scholars, which refers to the
heritable changes in gene expression without changing DNA sequence, including DNA methylation,
histone modification and the expression of non-coding RNA (miRNA, IncRNA). Hyperthyroidism
is a common endocrine disease, 80% of which is caused by Graves' disease (GD). Epigenetics is
the bridge between environment and heredity. So far, a large number of studies have shown the
potential contribution of genetic, environmental and epigenetic factors in the pathogenesis of GD,
but these factors have not been clearly elucidated. This article reviews the latest research progress
on the correlation between epigenetic modifications and GD.
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