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ABSTRACT: Mirnas are a class of small non-coding Rnas that control gene expression by binding
to the 3 ‘untranslated region of messenger RNA (mRNA) to inhibit translation or induce the
degradationof target mRNA.As a member of Mir-106A-363 cluster, mirNA-92A-2-5P has been
shown to play an important regulatory role in cell proliferation, metabolism, apoptosis, invasion
and immunity, and may be a potential biomarker for the diagnosis of some diseases.Here, we
review the current studies related to mirNA-92A-2-5P, including its role in tumor progression and
molecular mechanisms,To elucidate the functional role of mirNA-92A-2-5P in living organisms.
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