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ABSTRACT: Objective To investigate the expression and clinical significance of TTK gene in
hepatocellular carcinoma (HCC). Methods The Cancer Genome Atlas (TCGA) database was used to
analyze the difference of TTK transcript expression in HCC and normal tissues, and its relationship with
clinicopathological characteristics and patient survival status. Receiver operating characteristic curve
(ROC) analysis was used to evaluate the efficacy of TTK in diagnosing HCC. Ten pairs of paired HCC and
paracancerous samples were collected to verify the differential expression of TTK. Results TTK mRNA
were significantly higher in hepatocellular carcinoma tissues than in normal tissues. TTK gene expression
level was correlated with pathological stage and tissue grade (P<0.05), and negatively correlated with HCC
prognosis (P<0.05). ROC analysis showed that TTK had good diagnostic performance for HCC. Conclusion
Through data mining of TCGA database and clinical sample verification, it is found that TTK gene is highly
expressed in HCC tissue and is closely related to the pathological characteristics and prognosis of HCC, and
can be used as a potential diagnostic and prognostic marker for HCC.
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